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Abstract

Guava (Psidium guajava Linn.) is a fruit which has high vitamin C content. The major
guava production had been done several countries including Thailand. There are numerous
guavas in Thailand, however history and genetics database of guava were not varietally
clear. Guava identification is useful for breeding program. In this study, eighteen guava
varieties were detected genetic stability by phenotype and DNA fingerprint. The phenotype
was collected characteristic with leaves color, fruit color, pulp fruit color and leaves color
of selfing progenies segregation. The DNA fingerprint was verified nine SSR markers. The
result shows that, the seedling segregation of 18 guava cultivars were separated into
2 groups follow by the seedling leaves color; 1) the leaves color of progenies different

from mother plant was 12 cultivars 2) the leaves color of progenies not different from
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mother plant was 6 cultivars. There was indicated non-genetic stability 6 guava cultivars
by phenotype. The DNA fingerprint were examined among 18 guava cultivars with SSR
markers. There was found that, only Putsa variety shows DNA pattern the same with their
mother form nine SSR markers while 17 guava cultivars appeared the DNA pattern different
from their mother and within progenies group. Thus, both of the phenotype and DNA
fingerprint be able to demonstrate Putsa as highest genetic stability guava.

Keywords: guava, genetic stability, phenotype, DNA fingerprint
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The SSR primer sequences used for DNA amplification in this study

Primer name

Forward sequence (5’ to 3’)

Reverse sequence (5’ to 3’)

mPgCIR19 AAAATCCTGAAGACGAAC TATCAGAGGCTTGCATTA
mPgCIR27 AGCACTTAGGGACAAATTCA CTCACTCTCCTCCATTCAAG
mPgCIR31 TCTCACTGATGCAACTTTTC CCCATTTTCATCTCAAAGTC
mPgCIR93 GCATCATGTGTTTGAACGAT AAGTGTGCGTTCTCCATCT
mPgCIR96 ACGCTGCAAACGATACTAAT AACTCACACGAGCACAGAG
mPgCIR100 CTAGAAGTCGAAGAATGGAA TTTGTTAGTATCGGAGTCGAG
mPgCIR102 AATTGGTGTAGCATCTGGA GCCTACCATGAACAGAGAAA
mPgCIR105 CCTCCTTCGCTCTACATAAA ATTACCCCACGAACATATCA
mPgCIR111 CAACCTCGTTTGAGTCTTCT AACATCATTGGGACCATTC
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Table 2 Characteristics of guava cultivars and their progenies

No. Name of cultivar Leaves color  Fruit color pulp fruit  Leaves co-lor
color of progenies

1 Putsa green green white green

2 Paenseethong green green white green

3 Hongta green green white green

4 Kimju green green white green

5 Wangchompoo green green white green

6 Maejo 343 green green white green

7 Puyphai green green white green

8 Kheenok green green white green

9  Chompoopuntip green green red green

10 Kheenok-Saidang green green red green

11 Rotjana green green red green

12 Samsikrob green green red green/red
13 Paen- Saidang green green red green/red
14 Kaimooktaiwan green green red green/red
15 Petnamphueng green green red green/red
16  Pijit 13-10 green green red green/red
17 Mung red red red green/red
18 Dang red red red red
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Figure 1 DNA amplification with 9 SSR markers of Putsa (P1) and their progenies (1-10)
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Table 3 Genotyping of guava progenies with 9 SSR markers
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2 Paenseethong green v v x x x v v Vv Vv
3  Hongta green X X X X x x x Y X
4 Kimju green x v Y x x x v x X
5  Wangchompoo green X X X X x x x Y X
6 Maejo 343 green x v v o x x v v x X
7 Puyphai green x v x Y x x v v X
8 Kheenok green X X X X X X X X X
9 Chompoopuntip green X X X X X X X X X
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11 Rotjana green X X X X X X X X X
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13 Paen- Saidang geented x x Vv Vv Vv x v v Vv
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15 Petnamphueng  greented x x x x Y v v x VYV
16 Pijit 13-10 greented v vV VvV vV x  x x Y X
17  Mung greented  x  x x x Y x x Y X
18 Dang red x v v v Vv v oV v

Remark: v = DNA bands of progenies are the same pattern; X = DNA bands of progenies are not the

same pattern
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